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Extrinsic support for scRNA



hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

0

20

40

60

80

100

Pe
rc

en
t s

up
po

rte
d

variable = Splice Support

hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

variable = Exon Support
Extrinsic support for scaRNA



hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

0

20

40

60

80

100

Pe
rc

en
t s

up
po

rte
d

variable = Splice Support

hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

variable = Exon Support
Extrinsic support for snRNA



hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

0

20

40

60

80

100

Pe
rc

en
t s

up
po

rte
d

variable = Splice Support

hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

variable = Exon Support
Extrinsic support for snoRNA



hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

0

20

40

60

80

100

Pe
rc

en
t s

up
po

rte
d

variable = Splice Support

hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

variable = Exon Support
Extrinsic support for transcribed_processed_pseudogene
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Extrinsic support for transcribed_unitary_pseudogene
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Extrinsic support for transcribed_unprocessed_pseudogene
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variable = Exon Support
Extrinsic support for translated_processed_pseudogene
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variable = Exon Support
Extrinsic support for translated_unprocessed_pseudogene
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Extrinsic support for unitary_pseudogene



hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

0

20

40

60

80

100

Pe
rc

en
t s

up
po

rte
d

variable = Splice Support

hg
38

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

genome

variable = Exon Support
Extrinsic support for unknown_likely_coding
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Extrinsic support for unprocessed_pseudogene
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