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Coverage for biotype artifact

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype IncCRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype miRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

Py

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype misc_RNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

AAA LA A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype nonsense_mediated _decay

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20 40 60 80
Percent Coverage

100



genome

Coverage for biotype processed pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20 40 60 80
Percent Coverage

100



genome

Coverage for biotype processed_transcript

hs1 -

GCF_029289425.1 A

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20 40 60 80
Percent Coverage



genome

Coverage for biotype protein_coding_LoF

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

=S
[
T

AA

AAA |

20

40 60 80
Percent Coverage

100



genome

Coverage for biotype pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60 80
Percent Coverage

100



Coverage for biotype rRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

genome

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

AAAAL 1

20

40

60
Percent Coverage

80

100



genome

Coverage for biotype rRNA_pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

AAAL L]

20 40 60 80 100
Percent Coverage



genome

Coverage for biotype retained_intron

hs1 -

GCF_029289425.1 A

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60 80 100
Percent Coverage



genome

Coverage for biotype ribozyme

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype sRNA

hs1 -

GCF_029289425.1 A

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60 80 100
Percent Coverage



genome

Coverage for biotype scRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype scaRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

-

R a J; D .

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype snRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype snoRNA

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20

40 60
Percent Coverage

80

100



genome

Coverage for biotype transcribed processed pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

A |

20 40 60 80 100
Percent Coverage



genome

Coverage for biotype transcribed _unitary pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20 40 60 80
Percent Coverage

100



genome

Coverage for biotype transcribed unprocessed pseudogene

hs1 -

GCF_029289425.1 1

GCF_028858775.1 A

GCF_029281585.1 A

GCF_028878055.1 A

GCF_028885625.1 A

GCF_028885655.1 A

20 40 60 80 100
Percent Coverage



genome

Coverage for biotype translated processed pseudogene
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