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Number of comparative genes/transcripts present for biotype IG_V_gene
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Number of comparative genes/transcripts present for biotype TEC
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Number of comparative genes/transcripts present for biotype TR_C_gene
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Number of comparative genes/transcripts present for biotype TR_J_gene
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Number of comparative genes/transcripts present for biotype TR_J_pseudogene
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Number of comparative genes/transcripts present for biotype artifact
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Number of comparative genes/transcripts present for biotype lncRNA
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Number of comparative genes/transcripts present for biotype miRNA
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Number of comparative genes/transcripts present for biotype misc_RNA
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Number of comparative genes/transcripts present for biotype nonsense_mediated_decay



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

2000

4000

6000

8000

10000

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

2000

4000

6000

8000

10000
category = Transcript

Number of comparative genes/transcripts present for biotype processed_pseudogene



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

−0.05

−0.04

−0.03

−0.02

−0.01

0.00

0.01

0.02

0.03

0.04

0.05

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

100

200

300

400

500

600
category = Transcript

Number of comparative genes/transcripts present for biotype processed_transcript



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

−0.05

−0.04

−0.03

−0.02

−0.01

0.00

0.01

0.02

0.03

0.04

0.05

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

10

20

30

40

50

60

70
category = Transcript

Number of comparative genes/transcripts present for biotype protein_coding_LoF



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

2

4

6

8

10

12

14

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

2

4

6

8

10

12

14

category = Transcript

Number of comparative genes/transcripts present for biotype pseudogene



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

5

10

15

20

25

30

35

40

45

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

5

10

15

20

25

30

35

40

45
category = Transcript

Number of comparative genes/transcripts present for biotype rRNA



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

50

100

150

200

250

300

350

400

450

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

50

100

150

200

250

300

350

400

450

category = Transcript

Number of comparative genes/transcripts present for biotype rRNA_pseudogene



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

−0.05

−0.04

−0.03

−0.02

−0.01

0.00

0.01

0.02

0.03

0.04

0.05

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

10

20

30

40

50

category = Transcript

Number of comparative genes/transcripts present for biotype retained_intron



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

1

2

3

4

5

6

7

8

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

1

2

3

4

5

6

7

8
category = Transcript

Number of comparative genes/transcripts present for biotype ribozyme



hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

1

2

3

4

5

Nu
m

be
r o

f g
en

es
/tr

an
sc

rip
ts

category = Gene

hs
1

GC
F_

02
92

89
42

5.
1

GC
F_

02
88

58
77

5.
1

GC
F_

02
92

81
58

5.
1

GC
F_

02
88

78
05

5.
1

GC
F_

02
88

85
62

5.
1

GC
F_

02
88

85
65

5.
1

0

1

2

3

4

5
category = Transcript

Number of comparative genes/transcripts present for biotype sRNA
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Number of comparative genes/transcripts present for biotype snRNA
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Number of comparative genes/transcripts present for biotype transcribed_processed_pseudogene
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Number of comparative genes/transcripts present for biotype transcribed_unprocessed_pseudogene
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Number of comparative genes/transcripts present for biotype unitary_pseudogene
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