NCBI Multiple Sequence Alignment Viewer, Version 1.25.3

Sequence ID Start Alignment End Organism
I1 1|O 2|0 3|O 4IO 5|0 6|O 7IO 8|0 9|O 1?0 1I10 1|20 1?0 1?0 1|50 1(|30 170 1?0 1|9O 2(|)0 2|10 22|O 23|0 24|10 2?0 26|0 27|O 28|O 29|0 3OIO 3ZILO 32|0 33]i

HSA-NOTCH2 (+) 1 2,471
PTR-NOTCH2NL-§+) 1 11 I 1 O 243
PPA-NOTCH2NL-3+) 1 i i 1 l T [ H N 246
PTR-NOTCH2NL-1+) 1 i 1 I ] [ H 246
PPA-NOTCH2NL-10) 1 1 1 i 1 I 1 I N 0 246
PTR-NOTCH2NL-$+) 1 1 1 [ I 1 I N ] | 245
PTR-NOTCH2NL-§+) 1 1 I i1 l i 1 1 246
PPA-NOTCH2NL-§+) 1 1 i 1 I H 246
PPA-NOTCH2NL-9+) 1 | 1 1 I 1 I H 246
HSA-NOTCH2NLE+) 1 | i 1 1 1 NIl 249
HSA-NOTCH2NLA+) 1 i 1 1 HiEA 236
HSA-NOTCH2NLG+) 20 [ TR BN N [ 1 1 HilI 293
HSA-NOTCH2NLR+) 1 | | | | | | =1 BB HE 274
PTR-NOTCH2NL-3+) 1 i | [ (O [ ] [ 235
GGO-NOTCHZ2NL@) 1 | 1 [ e O il 235
PPA-NOTCH2NL-1+) 1 I i | I 1 I [ 235
PPA-NOTCH2NL-§+) 1 | 1 1 I N 10T 235
PTR-NOTCH2NL-3+) 1 I 146



